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<210> 1 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 1 

tacgaattcc tatggagacc caaatgtctc 30 



<210> 2 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<210> 3 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 3 

cacatcccag ttcctccaac cgtggcacct cagcatg 37 



<210> 4 
<211> 36 
<212> DNA 

<213> Artificial Sequence 



<400> 2 

tttgtcgacc acatggcata acg 



23 



<220> 



<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 4 

aggaactggg atgtgtacaa ggtcacattc ttccag 



<210> 5 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 5 

gtggttctca taccagaatt tctggggatt ttcc 



<210> 6 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 6 

ctggtatgag aaccacacct tctccatccc ac 



<210> 7 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 7 

gaaggacaag gctctggtca ag 



<210> 8 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 8 

cttgaccaga gccttgtcct tc 



<210> 9 
<211> 22 
<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
oligonucleotide 

<400> 9 

ctggaaggac gctcctctgg tc 



Sequence : Synthetic 

22 



<210> 10 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 10 

gaccagagga gcgtccttcc ag 22 



<210> 11 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 11 

ggacaagcct gctgtcaagg tc 22 



<210> 12 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 12 

gaccttgaca gcaggcttgt cc 22 



<210> 13 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 13 

gacaagcctc tggctaaggt cac 23 



3 



<210> 14 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
oligonucleotide 

<400> 14 

gtgaccttag ccagaggctt gtc 



<210> 15 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
oligonucleotide 

<400> 15 

cccagaaagc ttcccgtttg g 



<210> 16 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
oligonucleotide 

<400> 16 

ccaaacggga agctttctgg g 



<210> 17 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
oligonucleotide 

<400> 17 

cagaaattcg ctcgtttgga tc 



<210> 18 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
oligonucleotide 

<400> 18 



Sequence : Synthetic 



23 



Sequence : Synthetic 



21 



Sequence : Synthetic 



21 



Sequence : Synthetic 



22 



Sequence : Synthetic 



4 



gatccaaacg agcgaatttc tg 



<210> 19 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 19 

gaaattctcc gctttggatc cc 



<210> 20 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 20 

gggatccaaa gcggagaatt tc 



<210> 21 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 21 

attctcccgt gctgatccca cc 



<210> 22 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 22 

ggtgggatca gcacgggaga at 

<210> 23 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 



oligonucleotide 



<400> 23 

ctcccgtttg gctcccacct tc 



22 



<210> 24 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 24 

gaaggtggga gccaaacggg ag - 22 



<210> 25 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<210> 26 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 26 

ggagaaggta gcatccaaac gg 22 



<210> 27 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 25 

ccgtttggat gctaccttct cc 



22 



<400> 27 

cattcttcca ggcaggaaaa tcccag 



26 



<210> 28 
<211> 26 
<212> DNA 



<213> Artificial Sequence 



6 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 28 

ctgggatttt cctgcctgga agaatg 



<210> 29 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 29 

cttccagaat gcaaaatccc agaaattc 



<210> 30 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 30 

gaatttctgg gattttgcat tctggaag 



<210> 31 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 31 

ccagaatgga gcatcccaga aattc 



<210> 32 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 32 

gaatttctgg gatgctccat tctgg 



<210> 33 
<211> 22 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 33 

ggttcactga ggctggtctg gc 



22 



<210> 34 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 34 

cagcctcagt gaacctgtgt acc 23 



<210> 35 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<210> 36 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 36 

gtcagaagag acgaattcac ccagctacag gtcc 34 



<210> 37 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 35 

cgtctcttct gacaggctgc cattgtggaa ccac 



34 



<400> 37 

aaatttggca ttcacaatat tcaagctggg ctgcgtgtgg 



40 



8 



<210> 38 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 38 

aatattgtga atgccaaatt tgaagacagc ggggagtaca c 



<210> 39 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 39 

atcgatgaat tcatgaagaa gtggtgggta ac 



<210> 40 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 40 

gggggagcgc ctaaggcagc ttgac 



<210> 41 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 41 

ccttaggcgc tcccccaaag gctg 



<210> 42 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 42 



ccccatcatg aattcctatt ggacagtgat g 



31 



<210> 43 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 43 

ctgtacgggc gcagtgtggc age 23 



<210> 44 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<210> 45 . 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 45 

gtaccggcaa agcatggcag ctgg 24 

<210> 46 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<210> 47 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 



<400> 44 

gctgccacac tgcgcccgta cag 



23 



<400> 46 

ccagctgcca tgctttgccc gtac 



24 



10 



oligonucleotide 



<400> 47 

gggcaaagtg gcacagctgg ac 



22 



<210> 48 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 48 

gtccagctgt gccactttgc cc 22 



<210> 49 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<210> 50 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 50 

catagtccag tgcccacact ttgc 24 



<210> 51 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 49 

gcaaagtgtg ggcactggac tatg 



24 



<400> 51 

gtgtggcagg cagactatga gtc 



23 



<210> 52 
<211> 23 
<212> DNA 



<213> Artificial Sequence 



11 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 52 

gactcatagt ctgcctgcca cac 



23 



<210> 53 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 53 

gtggcagctg gcatatgagt ctg 23 



<210> 54 
*<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<210> 55 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 55 

gcagctggac gcagagtctg age 23 

<210> 56 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 54 

cagactcata tgccagctgc cac 



23 



<400> 56 

gctcagactc tgcgtccagc tgc 



23 



<210> 57 
<211> 23 



12 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 57 

gctggactat gcatctgagc ccc 



23 



<210> 58 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 58 

ggggctcaga tgcatagtcc age 23 



<210> 59 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<210> 60 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 60 

gttctcatac catgecttga gage 24 



<210> 61 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 59 

gctctcaagg catggtatga gaac 



24 



<400> 61 



ctcaagtacg catatgagaa ccac 



24 



13 



<210> 62 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
oligonucleotide 

<400> 62 

gtggttctca tatgcgtact tgag 



<210> 63 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
oligonucleotide 

<400> 63 

caagtactgg gcagagaacc ac 



<210> 64 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
oligonucleotide 

<400> 64 

gtggttctct gcccagtact tg 



<210> 65 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
oligonucleotide 

<400> 65 

gtactggtat gcaaaccaca acatc 



<210> 66 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
oligonucleotide 

<400> 66 



Sequence : Synthetic 



24 



Sequence : Synthetic 



22 



Sequence : Synthetic 



22 



Sequence : Synthetic 



25 



Sequence : Synthetic 



14 



gatgttgtgg tttgcatacc agtac 



<210> 67 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 67 

ctggtatgag gcacacaaca tctcc 



<210> 68 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 68 

ggagatgttg tgtgcctcat accag 



<210> 69 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 69 

ggtatgagaa cgcaaacatc tccattac 



<210> 70 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 70 

gtaatggaga tgtttgcgtt ctcatacc 



<210> 71 
<211> 2265 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



15 



<222> (1) . . (2262) 
<400> 71 

gat gca cac aag agt gag gtt get cat egg ttt aaa gat ttg gga gaa 48 

Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu 
15 10 15 

gaa aat ttc aaa gee ttg gtg ttg att gee ttt get cag tat ctt cag 96 

Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin 
20 25 30 

cag tgt cca ttt gaa gat cat gta aaa tta gtg aat gaa gta act gaa 14 4 

Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu 
35 40 45 

ttt gca aaa aca tgt gtt get gat gag tea get gaa aat tgt gac aaa 192 

Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys 
50 55 60 

tea ctt cat ace ctt ttt gga gac aaa tta tgc aca gtt gca act ctt 240 

Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu 
65 70 75 80 

cgt gaa acc tat ggt gaa atg get gac tgc tgt gca aaa caa gaa cct 288 

Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro 
85 90 95 

gag aga aat gaa tgc ttc ttg caa cac aaa gat gac aac cca aac etc 336 

Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu 

100 " 105 110 

ccc cga ttg gtg aga cca gag gtt gat gtg atg tgc act get ttt cat 384 

Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His 
115 120 125 

gac aat gaa gag aca ttt ttg aaa aaa tac tta tat gaa att gee aga 432 

Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg 
130 135 140 

aga cat cct tac ttt tat gec ccg gaa etc ctt ttc ttt get aaa agg 480 

Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg 
145 " 150 155 160 

tat aaa get get ttt aca gaa tgt tgc caa get get gat aaa get gee 528 

Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala 
165 170 175 

tgc ctg ttg cca aag etc gat gaa ctt egg gat gaa ggg aag get teg 576 

Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser 

180 185 190 

tct gee aaa cag aga etc aag tgt gee agt etc caa aaa ttt gga gaa 624 

Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu 
195 200 205 

aga get ttc aaa gca tgg gca gta get cgc ctg age cag aga ttt ccc 672 

Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro 
210 215 220 

aaa get gag ttt gca gaa gtt tec aag tta gtg aca gat ctt acc aaa 720 

Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys 
225 230 235 240 



16 



gtc cac acg 
Val His Thr 



agg gcg gac 
Arg Ala Asp 



agt aaa ctg 
Ser Lys Leu 
275 

tgc att gcc 
Cys lie Ala 
290 

tta get get 
Leu Ala Ala 
305 

gag gca aag 
Glu Ala Lys 



agg cat cct 
Arg His Pro 



tat gaa ace 
Tyr Glu Thr 
355 

tgc tat gcc 
Cys Tyr Ala 
370 

cag aat tta 
Gin Asn Leu 
385 

tac aaa ttc 
Tyr Lys Phe 



caa gtg tea 
Gin Val Ser 



gtg ggc age 
Val Gly Ser 
435 

gca gaa gac 
Ala Glu Asp 
450 

gag aaa acg 
Glu Lys Thr 
465 

ttg gtg aac 
Leu Val Asn 



gaa tgc tgc 
Glu Cys Cys 
245 

ctt gcc aag 
Leu Ala Lys 
260 

aag gaa tgc 
Lys Glu Cys 



gaa gtg gaa 
Glu Val Glu 



gat ttt gtt 
Asp Phe Val 
310 

gat gtc ttc 
Asp Val Phe 
325 

gat tac tct 
Asp Tyr Ser 
340 

act eta gag 
Thr Leu Glu 



aaa gtg ttc 
Lys Val Phe 



ate aaa caa 
lie Lys Gin 
390 

cag aat gcg 
Gin Asn Ala 
405 

act cca act 
Thr Pro Thr 
420 

aaa tgt tgt 
Lys Cys Cys 



tat eta tec 
Tyr Leu Ser 



cca gta agt 
Pro Val Ser 
470 

agg cga cca 
Arg Arg Pro 



cat gga gat 
His Gly Asp 



tat ate tgt 
Tyr lie Cys 
265 

tgt gaa aaa 
Cys Glu Lys 
280 

aat gat gag 
Asn Asp Glu 
295 

gaa agt aag 
Glu Ser Lys 



ctg ggc atg 
Leu Gly Met 



gtc gtg ctg 
Val Val Leu 
345 

aag tgc tgt 
Lys Cys Cys 
360 

gat gaa ttt 
Asp Glu Phe 
375 

aat tgt gag 
Asn Cys Glu 



eta tta gtt 
Leu Leu Val 



ctt gta gag 
Leu Val Glu 
425 

aaa cat cct 
Lys His Pro 
440 

gtg gtc ctg 
Val Val Leu 
455 

gac aga gtc 
Asp Arg Val 



tgc ttt tea 
Cys Phe Ser 



ctg ctt gaa 
Leu Leu Glu 
250 

gaa aat caa 
Glu Asn Gin 



cct ctg ttg 
Pro Leu Leu 



atg cct get 
Met Pro Ala 
300 

gat gtt tgc 
Asp Val Cys 
315 

ttt ttg tat 
Phe Leu Tyr 
330 

ctg ctg aga 
Leu Leu Arg 



gcc get gca 
Ala Ala Ala 



aaa cct ctt 
Lys Pro Leu 
380 

ctt ttt gag 
Leu Phe Glu 
395 

cgt tac ace 
Arg Tyr Thr 
410 

gtc tea aga 
Val Ser Arg 



gaa gca aaa 
Glu Ala Lys 



aac cag tta 
Asn Gin Leu 
460 

aca aaa tgc 
Thr Lys Cys 
475 

get ctg gaa 
Ala Leu Glu 



tgt get gat 
Cys Ala Asp 
255 

gat teg ate 
Asp Ser lie 
270 

gaa aaa tec 
Glu Lys Ser 
285 

gac ttg cct 
Asp Leu Pro 



aaa aac tat 
Lys Asn Tyr 



gaa tat gca 
Glu Tyr Ala 
335 

ctt gcc aag 
Leu Ala Lys 
350 

gat cct cat 
Asp Pro His 
365 

gtg gaa gag 
Val Glu Glu 



cag ctt gga 
Gin Leu Gly 



aag aaa gta 
Lys Lys Val 
415 

aac eta gga 
Asn Leu Gly 
430 

aga atg ccc 
Arg Met Pro 
445 

tgt gtg ttg 
Cys Val Leu 



tgc aca gaa 
Cys Thr Glu 



gtc gat gaa 
Val Asp Glu 



gac 768 
Asp 



tec 816 
Ser 



cac 864 
His 



tea 912 
Ser 



get 960 

Ala 

320 

aga 1008 
Arg 



aca 1056 
Thr 



gaa 1104 
Glu 



cct 1152 
Pro 



gag 1200 

Glu 

400 

ccc 1248 
Pro 



aaa 1296 
Lys 



tgt 1344 
Cys 



cat 1392 
His 



tec 1440 

Ser 

480 

aca 1488 
Thr 
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485 490 495 

tac gtt ccc aaa gag ttt aat get gaa aca ttc acc ttc cat gca gat 1536 
Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp 
500 505 510 

ata tgc aca ctt tct gag aag gag aga caa ate aag aaa caa act gca 1584 
lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala 
515 520 ' 525 

ctt gtt gag etc gtg aaa cac aag ccc aag gca aca aaa gag caa ctg 1632 
Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu 
530 " 535 ~ 540 

aaa get gtt atg gat gat ttc gca get ttt gta gag aag tgc tgc aag 1680 
Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys 
545 550 555 560 

get gac gat aag aag acc tgc ttt gec gag gag ggt aaa aaa ctt gtt 1728 
Ala Asp Asp Lys Lys Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val 
565 570 575 

get gca agt caa get gee tta ggc get ccc cca aag get gtg ctg aaa 177 6 
Ala Ala Ser Gin Ala Ala Leu Gly Ala Pro Pro Lys Ala Val Leu Lys 
580 585 590 

ctt gag ccc ccg tgg ate aac gtg etc cag gag gac tct gtg act ctg 1824 
Leu Glu Pro Pro Trp lie Asn Val Leu Gin Glu Asp Ser Val Thr Leu 
595 600 605 

aca tgc cag ggg get cgc age cct gag age gac tec att cag tgg ttc 1872 
Thr Cys Gin Gly Ala Arg Ser Pro Glu Ser Asp Ser lie Gin Trp Phe 
610 " 615 620 

cac aat ggg aat etc att ccc acc cac acg cag ccc age tac agg ttc 1920 
His Asn Gly Asn Leu lie Pro Thr His Thr Gin Pro Ser Tyr Arg Phe 
625 ~ 630 635 640 

aag gee aac aac aat gac age ggg gag tac acg tgc cag act ggc cag 1968 
Lys Ala Asn Asn Asn Asp Ser Gly Glu Tyr Thr Cys Gin Thr Gly Gin 
645 650 655 

acc age etc age gac cct gtg cat ctg act gtg ctt tec gaa tgg ctg 2016 
Thr Ser Leu Ser Asp Pro Val His Leu Thr Val Leu Ser Glu Trp Leu 
660 665 670 

gtg etc cag acc cct cac ctg gag ttc cag gag gga gaa acc ate atg 2064 
Val Leu Gin Thr Pro His Leu Glu Phe Gin Glu Gly Glu Thr lie Met 
675 680 685 

ctg agg tgc cac age tgg aag gac aag cct ctg gtc aag gtc aca ttc 2112 
Leu Arg Cys His Ser Trp Lys Asp Lys Pro Leu Val Lys Val Thr Phe 
690 "* 695 700 

ttc cag aat gga aaa tec cag aaa ttc tec cat ttg gat ccc acc ttc 2160 
Phe Gin Asn Gly Lys Ser Gin Lys Phe Ser His Leu Asp Pro Thr Phe 
705 ~ 710 715 720 

tec ate cca caa gca acc cac agt cac agt ggt gat tac cac tgc aca 2208 
Ser He Pro Gin Ala Thr His Ser His Ser Gly Asp Tyr His Cys Thr 
725 730 735 



18 



gga aac ata ggc tac acg ctg ttc tea tec aag cct gtg acc ate act 2256 
Gly Asn lie Gly Tyr Thr Leu Phe Ser Ser Lys Pro Val Thr lie Thr 
740 745 750 



gtc caa tag 
Val Gin 



<210> 72 
<211> 754 
<212> PRT 

<213> Homo sapiens 
<400> 72 

Asp Ala His Lys Ser 
1 5 

Glu Asn Phe Lys Ala 
20 

Gin Cys Pro Phe Glu 
35 

Phe Ala Lys Thr Cys 
50 

Ser Leu His Thr Leu 
65 

Arg Glu Thr Tyr Gly 
85 

Glu Arg Asn Glu Cys 
100 

Pro Arg Leu Val Arg 
115 

Asp Asn Glu Glu Thr 
130 

Arg His Pro Tyr Phe 
145 

Tyr Lys Ala Ala Phe 
165 

Cys Leu Leu Pro Lys 
180 

Ser Ala Lys Gin Arg 
195 

Arg Ala Phe Lys Ala 
210 

Lys Ala Glu Phe Ala 
225 

Val His Thr Glu Cys 
245 



2265 



Glu Val Ala His 
Leu Val 
Asp His 



Leu lie 
25 



Val Lys 
40 



Val Ala 
55 



Asp Glu 
Asp Lys 
Glu Met Ala Asp 



Phe Gly 
70 



Phe Leu 



Pro Glu 



Gin His 
105 

Val Asp 
120 



Phe Leu 
135 



Lys Lys 
Pro Glu 
Thr Glu Cys Cys 



Tyr Ala 
150 



Leu Asp 
Leu Lys 



Trp Ala 
215 



Glu Leu 
185 

Cys Ala 
200 

Val Ala 



Glu Val 
230 



Ser Lys 
Cys His Gly Asp 



Arg Phe Lys 
10 

Ala Phe Ala 

Leu Val Asn 

Ser Ala Glu 
60 

Leu Cys Thr 
75 

Cys Cys Ala 
90 

Lys Asp Asp 

Val Met Cys 

Tyr Leu Tyr 
140 

Leu Leu Phe 
155 

Gin Ala Ala 
170 

Arg Asp Glu 
Ser Leu Gin 



Arg Leu Ser 
220 

Leu Val Thr 
235 

Leu Leu Glu 
250 



Asp Leu Gly Glu 
15 

Gin Tyr Leu Gin 
30 

Glu Val Thr Glu 
45 

Asn Cys Asp Lys 



Val Ala Thr Leu 
80 

Lys Gin Glu Pro 
95 

Asn Pro Asn Leu 
110 

Thr Ala Phe His 
125 

Glu lie Ala Arg 



Phe Ala Lys Arg 
160 

Asp Lys Ala Ala 
175 

Gly Lys Ala Ser 
190 

Lys Phe Gly Glu 
205 

Gin Arg Phe Pro 



Asp Leu Thr Lys 
240 

Cys Ala Asp Asp 
255 
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Arg Ala Asp 

Ser Lys Leu 
275 

Cys lie Ala 
290 

Leu Ala Ala 
305 

Glu Ala Lys 

Arg His Pro 

Tyr Glu Thr 
355 

Cys Tyr Ala 
370 

Gin Asn Leu 
385 

Tyr Lys Phe 

Gin Val Ser 

Val Gly Ser 
435 

Ala Glu Asp 
450 

Glu Lys Thr 
465 

Leu Val Asn 

Tyr Val Pro 

He Cys Thr 
515 

Leu Val Glu 
530 

Lys Ala Val 
545 

Ala Asp Asp 
Ala Ala Ser 



Leu Ala 
260 

Lys Glu 
Glu Val 
Asp Phe 



Asp Val 
325 



Lys Tyr 
Cys Cys 



He Cys 
265 

Glu Lys 
280 



Glu Asn 



Pro Leu 



Glu Asn 
295 



Asp Glu Met Pro 
Ser Lys 
Phe Leu Gly Met 



Val Glu 
310 



Asp Val 
315 



Asp Tyr 
340 



Ser Val 
Thr Leu Glu Lys 



Val Leu 
345 

Cys Cys 
360 



Lys Val 
He Lys 



Gin Asn 
405 

Thr Pro 
420 



Glu Phe 
Cys Glu 
Ala Leu Leu Val 



Phe Asp 
375 

Gin Asn 
390 



Thr Leu 



Lys Cys Cys Lys 
Tyr Leu 



Val Glu 
425 

His Pro 
440 



Phe Leu 
330 

Leu Leu 



Ala Ala 
Lys Pro 



Leu Phe 
395 

Arg Tyr 
410 

Val Ser 



Glu Ala 



Pro Val 



Ser Val 
455 

Ser Asp 
470 



Val Leu Asn Gin 
Arg Val 



Pro Cys Phe Ser 
Phe Asn 
Leu Ser Glu Lys 



Arg Arg 
485 

Lys Glu 
500 



Ala Glu 
505 



Glu Arg 
520 



Thr Lys 
475 

Ala Leu 
490 

Thr Phe 



Gin He 



Leu Val 



Met Asp 



Lys Lys 
565 

Gin Ala 
580 



Lys His 
535 

Asp Phe 
550 



Lys Pro Lys Ala 



Ala Ala 



Thr Cys Phe Ala 

Ala Leu Gly Ala 
585 



Phe Val 
555 

Glu Glu 
570 

Pro Pro 



Gin Asp Ser 
270 

Leu Glu Lys 
285 

Ala Asp Leu 
300 

Cys Lys Asn 

Tyr Glu Tyr 

Arg Leu Ala 
350 

Ala Asp Pro 
365 

Leu Val Glu 
380 

Glu Gin Leu 

Thr Lys Lys 

Arg Asn Leu 
430 

Lys Arg Met 
445 

Leu Cys Val 
460 

Cys Cys Thr 

Glu Val Asp 

Thr Phe His 
510 

Lys Lys Gin 
525 

Thr Lys Glu 
540 

Glu Lys Cys 
Gly Lys Lys 



Lys Ala Val 
590 



He Ser 



Ser His 



Pro Ser 



Tyr Ala 
320 

Ala Arg 
335 

Lys Thr 



His Glu 

Glu Pro 

Gly Glu 
400 

Val Pro 
415 

Gly Lys 
Pro Cys 
Leu His 



Glu Ser 
480 

Glu Thr 
495 

Ala Asp 



Thr Ala 



Gin Leu 



Cys Lys 
560 

Leu Val 
575 

Leu Lys 
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Leu Glu Pro Pro Trp lie Asn Val Leu Gin Glu Asp Ser Val Thr Leu 
595 600 605 

Thr Cys Gin Gly Ala Arg Ser Pro Glu Ser Asp Ser lie Gin Trp Phe 
610 615 620 

His Asn Gly Asn Leu lie Pro Thr His Thr Gin Pro Ser Tyr Arg Phe 
625 630 635 640 

Lys Ala Asn Asn Asn Asp Ser Gly Glu Tyr Thr Cys Gin Thr Gly Gin 
645 650 655 

Thr Ser Leu Ser Asp Pro Val His Leu Thr Val Leu Ser Glu Trp Leu 
660 665 670 

Val Leu Gin Thr Pro His Leu Glu Phe Gin Glu Gly Glu Thr He Met 
675 680 685 

Leu Arg Cys His Ser Trp Lys Asp Lys Pro Leu Val Lys Val Thr Phe 
690 ^ 695 700 

Phe Gin Asn Gly Lys Ser Gin Lys Phe Ser His Leu Asp Pro Thr Phe 
705 " - 710 715 720 

Ser He Pro Gin Ala Thr His Ser His Ser Gly Asp Tyr His Cys Thr 
725 730 735 

Gly Asn He Gly Tyr Thr Leu Phe Ser Ser Lys Pro Val Thr He Thr 
740 745 750 

Val Gin 
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